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Figure 3: AptaTag Genotyping Master2| PCR Zat. Z1Z x| 22 fresh master mix(2! %)t platedfl master mixE 1 HE
7t sLE2 2ol ¥ 4 918, AptaTag Genotyping Master0i| PCR prime?t probeS @11 C2 EHIHE 210 96-well plateOf| A 742
real ime PCR =8, GenotypingS 2|31l End point| & 242 vicIt FAM A2 915
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AptaTaq A exo DNA Polymerase, 50 U/ul 05364 086 103
AptaTag DNA Polymerase LDx, 50 Uil 05447 8% 103
AptaTaq Genotyping Master 05955807 103

AptaTaq Genotyping Master (Rox) 05955823 103
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AptaTaq DNA Polymerase 5 U/l

AptaTaq DNA Polymerase glycerol-free, 50 U/ul
AptaTaq DNA Master, custom fill

AptaTaq DNA Master, 5 ml

Figure 5: AptaTaq DNA Polymerase®| real time P34, glycerol-free,5
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AptaTag A exo DNA Polymerase
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SNP =411t genotyping,allele-specific PCR, multiplexing,
2|2 arbitrarily primed PCR2 ?/5H| AptaTagAexo DNA
PolymeraseE A3 2AA|Q.

® s\p
&[0

o=

H Ao

==

ol
MM

= =

| £ =3} Allespcific PCRO]| %/ X3}

enzymeS MEH 5104 paired primer2}
unpaired primer2| S&-2 25| &
Ol Aol

5 -3 exonuclease activity” | | 7{=! Tag DNA
polymerase”t Z 235t M0 A = AptaTag DNA

pY =
polymerase & o 7An%t
= Iix =iz
Apo B2| &% Parvo B19°| 5%
4370-| Human genomic DNA ':752 \P:_')Elgl ?CI ?UDD?\LA;(S)I:HM-."(I
agyg (300 ng to 30 pg) 3.46¢ 5000 fg to 0.5 fg
by Apo B target a.169- Parvo B19 target
= 3570 =
3170 2560-
2770+ 2.269 I
=L 2370 L 1.969 - /
3] 1970 3 1.669 ! / |/
g 1p0 5 1.369 / /" /
§ 1170 § 1.069 / / J
c B 5 0769 VS & &Y
= S 0.469 /
Z 0.370 z . ¥,
0.030>— TR 01697
0- r . . ; | -0.131 .
0 5 10 15 20 25 30 35 40 45 0 5 10 15 20 25 30 35 40 45

cycles

cycles

Figure 6: AptaTaq A exo DNA Polymerase2| 2I1Z+E, 5UJI, Real-Time PCR

PCR Z71: Denaturation: 95°CO|A1 30 2=, Amplification: 95°C 0| A1 52, 60°COf|A] 152, 72°COlA{ 10 2, 45 cycles. Cooling: 40°COflA] 602

HEE
AptaTag Aexo DNA Polymerase 5 U/pl
AptaTaq Aexo DNA Poymerase 50 U/l

Remark: O] Enzyme2 5 -3 exonuclease Z440| 1222 hydrolysis probe-based assaysOfl& &2tstX| Q& LICt.

05458 030 103
05364 086 103
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Figure 7: T| R %t allele| £2], #-2 reaction volumeD} hydrolysis pro
beZ real ime PCRE 8A endpoint genotyping®t Z 1t wild Et 21t
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reaction volume: 1 pl.
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AptaTaq Genotyping Master (ROX), custom fill

Figure 8: SNP ZZ, HybProbe probes & 0|83l Real-Time PCR. A2
C}2 humanFactor 12|SNPE 3 step real time PCR protocol 2 0| &3l &
£ 2 meltingcurve &4 2 2 genotyping

05955807 103
05955823 103
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Figure 9: Real time PCRE 212t AptaTag DNA polymerase LDx HI& &35S 2/ QCtest, LightCycler®UniTool ResoLight. 30unit2| AptaTaq
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AptaTag DNA Polymerase LDx, 5U/ul 05884 314 103
AptaTag DNA Polymerase LDx, 50 U/l 05447895 103
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Additional products
Uracil-DNA Glycosylase, heat-labile custom fill 11780565103

NucleoMixes PCR Grade

dATP, dCTP, dGTP,dTTP (25mmoll each) 20ml 04920171 103
dATP, dCTP, dGTP,dTTP (10mmoall each) 200l 04729 706103
dATP, dCTP, dGTP,dUTP (25mmoll each) 20ml 04920171103
dATP, dCTP, dGTP,dUTP (10mmoll each) 100ml 03186075 108
dNTPs PCR Grade
dATP (100 mmol) 20ml 04631056 103
100ml 11839516103
dCTP (200 mmoal) 20ml 04631072 13
100ml 11839508103
dGTP (200 mmolf) 20ml 04631129 103
100 ml 11889524108
dTTP (100 mmolf) 20ml 04631137 18
200ml 11839559108
dUTP (200 mmolf) 20ml 04631145 103
100ml 11889532108
Regulatory disclaimer
For further processing only.
Trademarks

APTATAQ, HYBPROBE, LIGHTCYCLER, RESOLIGHT and UNITOOL are trademarks of Roche.
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E-mail : korea.diagnostics@roche.com
Homepage : http://custombiotech.roche.com



